FUNGALOXPHOS: an integrated database for oxidative phosphorylation in fungi.
The oxidative phosphorylation (OXPHOS) system is the main energy-producing pathway in aerobic organisms. Here we present FUNGALOXPHOS, a web based platform that stores OXPHOS proteins encoded in fungal nuclear genomes and that incorporates tools for the extraction, classification and bioinformatic screening of all the putative nuclear encoded fungal OXPHOS proteins. FUNGALOXPHOS includes local, parsing and remote tools that allow exploring the properties of OXPHOS proteins in fungal genomes. FUNGALOXPHOS is freely available on the web at http://bioinformatics.unavarra.es:1000/FUNGALOXPHOS_CSS/main.html.